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Phase 1 0-42 8.0 4.2 0.1
DHS Phase 2 43-79 33.6 1.0 0.1
Phase 3 80-120 33.6 1.0 10.0
Phase 1 0-42 10.7 4.2 0.1
UASB-DHS  Phase 2 43-79 33.6 1.0 0.1

Phase 3 80-120 33.6 1.0 10.0

CHRBER0TL & LT,
2.2 UASB-DHS ¥R F Ly

UASB YU 77 24—, 2LARBDOH F L %HW,
HIREARIZY 77 2 —FBREOM 60%E L 7-.
DHS V7 2 #—1%2.1® DHS V7 27 & — &6k
DFFHE L7z,



2.3 T3 —DEEREH
R1ICY T 72— % R T HAIKIC
W B ERFEK DR IZ, Choolaka 5@ % L

DFC 73_’{4\\7”] I/ f" :jc'::iﬂl:illi)) 250(:*5'3;:'; Olgjﬁ%% é hff:
R CHElRZ 1T 5 7.
2.4 KEHH

JEZ 2\, FEAK, DHS V7 7 2 —oiiHK,
UASB-DHS V 77 % —® UASB, DHS #h%h
225 DHRHKD 4 >0 v I ZEEL 2. W
JHH X, DO, J/Kif, ORP, pH, DCF i, 4
COD, #f@tt COD, NH. ¥, NO.EE, NO;
BEE L7,

3. WRELUVEE

)79 2 —REMEE

B2 E3iczhnzth, MAKBLOEY T2
£ =25 Dk D DFC EEoRHAZ, A
KEXUVEY 727 2 =005 EKkd COD D%
HZLZ RS, £/, R21CEK7 2 —XTD DFC
¥ X U Soluble COD D F¥frE#E %/R3. COD
RERIZTRTDY 77 £ —T50%LL E25HER &
Nz 2o, DEC 34 MEREZHE L C
WARWwEWZ S, £/, UASB U7 27 & —DLi
KT, 2 mg/L BREORESHEREI N, —T
T, M A7 LTI DFC BED LA 234
LT, TV T 72 —HNICEE L DFC
DL TR e nEZ LN,

4. HBHYIC

KifFZEcld, DHS V7 7 % —3%F X O UASB-
DHS > 27 412 X 3 DFC O I3R <& 2 d
> 7z, WMAKICHILE 21T 5 2 &%, DGC 49

RS kR RE L, & RE YT 242 —D
L2 AT D .
SE Xk

(1)Kawase,A et al., Involvement of Reactive
Metabolites of Diclofenac in Cytotoxicity in
Sandwich-Cultured Rat Hepatocytes. Int. J.
Toxicol. 2017, 36, 260-267.
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TRk COD 2R ZEE

2 BT7x—ATODFCH &Y Soluble COD FHfrERE

7z—X DHS UASB-DHS
Ph 1 - -
DFC removal rate ase
[%] Phase 2 - -
Phase 3 -12.4 -10.9
Ph 1 . 2.2
sCOD removal rate ase 539 5
[%] Phase 2 61.3 55.9
0
Phase 3 86.7 85.0
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